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[Abstract] Objective

. 1. Laboratory of Infectious Diseases De-

To investigate the relation of SNP19 polymorphism of intron 3 of calpain 10 gene with
the genetic susceptibility to type 2 diabetes mellitus in Guiyang area population. Methods The case-control design
was adopted. PCR-RFLP method was used to determine the distribution of allele and genotype frequencies of SNP 19
polymorphism (1/2) in intron 3 of calpain 10 gene in 74 patients with type 2 diabetes and 72 normal control subjects.
The comparative analysis of the results in different populations was conducted. Results In two experiment design,
the genotype and gene frequency between cases and controls had no significant difference(P>>0. 05). The result was

similar to that of other research groups. Conclusion The occurrence of type 2 diabetes mellitus may be little associat-

ed with the SNP19 polymorphism of calpain 10 gene in Guiyang area population.
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