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[BE] BH HKiTLAFELBRAEMHBV)E S14#/RYE5 HBV 42 &4 & HBV-DNA &)X 2., Ak Ik 4 300
#l HBV B # & do & 47 A AR HBV A &% F B A AKX #4745 4, HBsAg . HBeAg #odi-HBc 3 3 [k 4 92 41
% 141;HBsAg.%-HBe #o4%-HBc 3 SR fa b & 125 4] h % 2 41; HBsAg #= HBeAg 2 A ra b % 16 4] 4 5 3 4,
HBsAg #=4i-HBe 2 T fa b % 30 4] 4 % 4 41 ; HBsAg #odi-HBc 2 A fa % 37 61 h % 5 4, # Sl 4t/ % HBV f
FARE SR R B LR R X Ik, HBV-DNA M R A ke RGBSR L L, R % 1~5468W
S1 4R Fa b %51 4 81.5% .38.4%.37.5% .46. 7% .54. 1% ; HBV-DNA et & 5 %] 4 95.7% .36. 0% .56. 3%,
40.0%.62. 1%, # S1 4t /&5 HBV-DNA #m| 25 R 48,47 S1 S R4 a5t Z 8 E 4 82. 5% . 45 F 1 4 86.2%,
BAARD 84,00, L4 B JE R 4w HBV-DNA, £} A %3t F F L (y —=4.08,P<<0.05)., #if #WSI#HRSL
HBeAg % HBV-DNA A& & AR KM, TAEA HBV & L5 A L4 FnaicE 4.9 S1 /R HBV b i 47 &
# % HBV-DNA B4 4 , 3142 & HBV 94k & B b 2% RS AR F A EATRE L,
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Comparative analysis on results of HBV preS1 antigent, HBV markers and HBV-DNA in 300 cases CAI Mu-Fa ,WU
Xian-Jing LI Jing (Af filiated Hospital of Guangdong Medical College . Zhanjiang .Guangdong 524001.China)

[Abstract] Objective
and HBV-DNA. Methods Serum samples of 300 HBV infected person were collected. The serum samples were as-
signed into five groups based on the model of HBV markers: group 1(HBsAg+ ,HBeAg+ .HBcAb+ .,7n=92) ,group
2(HBsAg+ ,HBeAb+ ,HBcAb+ ,n=125) ,group 3(HBsAg+ ,HBeAb+ ,n=16),group 4(HBsAg+ , HBeAb+,
n=30) ,group 5(HBsAg+ ,HBcAb+ ,n=37). PreS1-Ag and HBV markers were detected by ELISA and the HBV-
DNA was detected by fluorescent quantitative PCR(FQ-PCR). Results
1,2,3,4,5 were 81.5% ,38.4%,37.5%,46. 7% ,54. 1% respectively. The positive rates of HBV-DNA in group 1,
2,3,4,5 were 95.7%,36.0% ,56. 3% ,40.0% ,62.1%. Compared the results of PreS1-Ag and HBV-DNA, the sensi-
tivity and specificity of PreS1-Ag were 82. 5% and 86. 2% respectively,and the total coincidence rate was 84, 0%.
The sensitivity was lower than that of HBV-DNA(y* =4. 08, P<C0. 05). Conclusion The result shows a high corre-
lation between PreS1-Ag and HBV-DNA, and the PreS1-Ag can be a good marker of HBV existance, reproduction

To explore the relationship between hepatitis B virus(HBV) PreS1-Ag, HBV markers

The positive rates of the PreS1-Ag in group

and infection. Combined detection of PreS1-Ag, HBV markers and HBV-DNA can improve the positive rate and pre-

vent misdiagnosis, which is valuable in treatment.
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