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[Abstract] Objective

The HBeAg, HBsAg levels of 723 serum samples with positive HBsAg were tested by microparticle enzyme immuno-

To explore the relationship between serum HBeAg and HBV-DNA contents. Methods

assays (MEIA) and HBV-DNA was tested by fluorescence quantitative polymerase chain reaction (FQ-PCR).
Results
tive samples, the positive percentage of HBV-DNA was 37. 19 % , which showed significant difference(y* =19. 11, P
<C0.01) between HBeAg and HBV-DNA. The differences between HBeAg in a series of concentration and the test
results of HBV-DNA were also significant(y* =36. 67, P<C 0. 01). Conclusion Compared with HBeAg, HBV-DNA
is a better marker for detecting the replication of HBV,which would be helpful for the HBV clinical therapy.
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In the HBeAg positive samples, the positive percentage of HBV-DNA was 60. 9% ,and in the HBeAg nega-
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