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[ Abstract] Objective
cation. Methods ELISA and the fluorescence quantitative PCR were used to detect the pre-S1 antigen level, HBeAg
and HBV-DNA in 100 cases of hepatitis B. Results
was positive in 78 cases(78%), HBV-DNA was positive in 86 cases (86%) and HBeAg was positive in 56 cases
(56%). Among 56 cases of positive HBeAg, pre-S1 was positive in 44 cases (78 %) and HBV-DNA was positive in
49 cases (88%), showing that no statistical difference existed between pre-S1 and HBV-DNA (P>>0. 05). Among

To investigate the relativity between pre-S1 antigen of hepatitis B virus with viral repli-

Among 100 samples in 100 cases of hepatitis B, pre-S1 antigen

86 cases of positive HBV-DNA, pre-S1 antigen was positive in 74 cases (86 %) and HBeAg was positive in 50 cases
(58%) ., showing statistical difference between pre-S1 antigen and HBV-DNA (P<C0. 05). Conclusion PreS1 is
highly related with HBV-DNA, which is a reliable indicator for in vivo replication of hepatitis B virus.

[Key words] hepatitis;

pre-S1 antigen; hepatitis B virus

Rl S1 BB 2 BT 48 9 7 (HIBV) 41 Jist 14 3 55 28 B8 45 »
TE 2RI 98 973 75 Sk e JIT 40 76 A0 BIL 4% G5 88 7 287 i f v e T B4
T, GEAE SRR AT ST HLE AR AW 5, & BT 1T LR i
HBV 754 P 1 & 15 00 LA B A% e P50 55 % 2 B 58 /12 T
BT BB AL B — 2 MM (Y . A 5T ad XF HBV fif S1
¥iJE HBVe #i J5 (HBeAg) . HBV Jii % 4% 15 #% i (HBV-DNA)
o0 45 S X L o 3 BT R ST BT EAE I R B AR AR
1 BEMEFE
L1 —fRyER EWIPE 2B s — B e 2 B A1 Be 1 & B 4% 2
ML AR AR 100 41, 55 64 B, £ 36 fl, 4EH 12~80 %, Py
40.5 % H AR B 2 B 2 W 75 & 2000 48 9 1 9 7 JITF 48
RS VUEIT S WiAR e, IFHEBR H AT .
1.2 KM 577 HBV P S1 $t)sf HBeAg 5% I B f0 9
W R G R AR A R KA B R A R A R
Ht, HBV-DNA 3R F 92 0 ¢ i 5 PCR AG I L X500 & dly ) M 3k
7/ E L
1.3 geitsesrtiorsk ] SPSSIL. 5 it 84 w1 i AT o
Krgi, Lh P<<0.05 AZERAHITFE L,
2 &% ES

W 1.5£ 2. 7E 56 #il HBeAg P44, AT S1 Bt J5 BH 1 41
B 44 0], BREZ N 78% , Hirp L HBV-DNA>>5 000 copy/
mL Jy BRI bR UE . HBV-DNA FEE B8 49 61, P54

88% .M S1 HiJil 5 HBV-DNA Kl 25 R 4 * #5622 5% L&
TR L (P>0.05) £ WIHT S 4T 5 HBV-DNA K i 45 R
AREHFEE.
F 1 56 il HBeAg PHIE B HE R S1 IEFD
HBV-DNA #& il &5 R 1 Lk %

Al S1 45

HBV-DNA it
PR 1 [ 1

B 10 9 49

I 1 4 3 7

ait 44 12 56

x2 86 5l HBV-DNA FE4 2 E 8T S1 #1/H
5 HBeAg X %R (n)

Al S1 45

HBV-DNA 4t
BRI B 1

PR 40 10 50

Bk 34 2 36

it 74 2 86




. 412 . BBREFSIEKR 201242 A% 9 5% 4 4

Lab Med Clin,February 2012, Vol. 9, No. 4

86 i HBV-DNA FH¥: o, §ii S1 4t i B G158k 74 41, FH
PR Yy 860, HBeAg B B %L 50 1, PHE 3K 58 %, /i S1
il 5 HBeAg KM 45 R 4 * K36, P=<C0. 05, 2 S H 43
2T S, F B HT ST Pl AE 4R 7 e B B O T A I R 6 (6 BR
HBeAg.

3 it it

HBV 5 2o 1ff Bk 5 F0PE A2 46 e i A 5 Y 2 BT
REHBRATR Z EERTEMREETFRZ —, LT
AR el e A BT 1 £ R 2R O L A 2 A 4 OR T I 8 3 R
B IR E AR R AL BRI —., HAGT.
SR A HBY #i & 3.5 2. i REA 1.2 445, Hii,
it T T 42 932 W 3 B0 o AG U if 5 2% AR 7R . HBV-DNA L),
J D) AR5 B . 45 A G K R BLLE A 2IWT . 155810 I 15 2% 5 35
Y L HIIF RPN HAE R AR X HBY i S R 3E . R E
He B HBV 72 /B R i 2 RO R BB/ b R B 2 6 B
HAE R E IR EY . HBV-DNA & & 2 5 W0 7 5 0%
BRFNELAG L Y PR ) B4 TR 3T AE R O 2 % WF 9 R A S
PR HBV-DNA £ 78 5 B9 A0 26450, A& HBV J5,
o TR AT O BN R HIT ST BT s A I EIT ST AT R AL
PRI S RO IR 16 Y B )9, 7 — 2 AR L ARJR HBV i1 & il
‘%m(ﬂo

AWFFEERXT 100 i) HBsAg FA M £ BT % /& F 47 1
S1 %t J&i. HBV-DNA 1 HBeAg ¥ # I, 45 & 8% : 76 56 ]
HBeAg FAME . A S1 1) FH 5 HBV-DNA FH ¥ %
78% %1 88% , HBV-DNA L S1 HiJ5i k25 R & * # e,
SRGH2E 2 L (P>0. 055, 86 ffi) HBV-DNA [ 41+,
HI SL#LJE 5 HBeAg FHMEA % 86 % F1 5820, HBeAg 5l
SLPTIEMIM 5 R 2 ¢ K, 2R AR %8 L (P<<0.05),
G 2 4 o 2 AT g S5 AR AT AL LY B R < 420 B 2
BE R S1 PR 5 HBV-DNA RK: H 2253 5124 61. 9 6 F1 6824,
Wi 22 R G124 & 30 HBeAg B M2 AT ST Hi it HBV-
DNA B2 5K 94. 1% F1 94. 7% , HBeAg B 1t 20 P §i S1
HiJE . HBV-DNA [FH % % 4> 5] 2 43. 4% F1 52. 8% ; 286 44l
HBV-DNA FH ¥ s i S1 §UJE % 88. 1% , HBeAg FHMEH
49.3% kAR BRI Z R A EITER L. ATRGERLES
KEBOCHRA &5 RAF AT,

ABFFEEE R E YL HT S1 B S HBV-DNA K Il 25 3R A 48
15 PIAE G 2 I R VPG HBY & i Fi 4% Ye P 5 55 7 10 A 3278
R HHAMN LT HBeAg, HBeAg B I A 58 423078 HBV
S 28 0k T T RE R HBV Sk 1g 32 S I R A T
C X755+ 55 HBeAg BN,

L5 FRTIR L HT ST H AR A9 5 B LA B A% Y v ok 55 1Y 7
AEM T, 5 HBV-DNA A % & i 48 &2, HAE T HBeAg, /]
TE— @ BB bR HBV & il B A% Ye PE5R 55, 53 ST S1 1R
ANANX 995 T L A P 0 2 I DA SRR MR IR R AE — R R
S WL 55 IR R TR R R S Y HBV A8 Rk, %
W] HBV Fi S1 45 0] £ Jy 3 iy HBV Jg& Y F0 & il 19 15 IR %6 )

845 . HAE HBV HBeAg 6 I B 14 i 7T 45 S AR 47 f) #b 78 0t
B — s PRl O 1 R A » T M PR I Al & BT R B35 97 ROR
o 155 e U RN T 4 T 268 O T AT A

UTIIAT T 4G R R Hi S1 P AE HBV g 55 72 P oL F
HBV-DNA % [, BEH 5 TR 3 17 19 4 37 %8 50 19 BUS LL &
i PR T 25 39 A B 4r i 15 S O (. B AT AT ST P s B T
ELISA 45 l . 5 HBV-DNA #l i) PCR IE AR EL . 5 1 B 4%
SR AR TAT B0 0F A 7 I PR T I 3 T R AR

£ % 3Lk

(1] ZHER 05005, =R 2 BT 98 56 KA 5 2 1 1
BHWANL] AR R 2% 424 .2010,5(9) :1052-1058.

(2] RAC.ZEC MW ST T4 I %t 40 W 2 9% 5 &2 6 1Y
L] ek o P2 44 35,2010, 6 (4) : 86-89.

[3] Fgtd. mFp A a4 i ST fi e 45 R th A [T ]. 55
5K 2% ,2010,28(5) :505-509.

(4] 3k¥. Z PR BERT S1 LA 5 & M M2 RLT]. HkE
2,2010,12(31) :5497-5501.

(5] At 2 0m 3. BE /T, 2. 18 ¢k HBV g 3 108
HBV-DNA 5 Z fF9% 5 & 1 S1 $i)5 .HBeAg 5 R [T .
Sz E 27,2010, 26(19) 1 3627-3631.

[6] FEfe. AT AR EEMTE T ST B J5 0 #m K Hoilfs R
SCLIT H E SE R 24 ,2010,5(34) : 47-50.

(7] Fhiit . ZBIRF R 9% 5 80 S1 $L A1 HBV-DNA K F 5
HBV #5et:/4r Hr L], H [ PR 2 T/ . 2010, 18(1) : 100-
102.

(8] XaE&. WA I 2 T R 9% 3 A ST Bt I I R B T
[J]. Se R BEH 227 ,2010,17(3) : 220-251.

(9] 22 BUA R, 2. ZRTF R FERT S1 E E MG BRI
AL THEE%4.2010,3(2) :101-106.

(107 A, BR/b2r, i 35 & . 45 W Rl G T 20 Y T % 9% 55 i S1
PrIE A A ;A B B L) 1. 0 b A B2 24 B 2% #k, 2010, 12
(4) :55-57.

[11] X, ZHFHE BT SL P00 i i PR iz A 74 LT .
B 2 BE 24,2010, 30(1) :59-61.

[12] @R ZE, 24, 181k 2 RYRF 46 )8 3 1 W5 AT ST Bt K Il i
BT SRS 2% 7% ,2010,13(3) 1 173-176.

[13] A, ZRINF A8 F YL B 17 ST P ks Il i s PR i FH
M AE L], PG BE 25 2475 .2010,39(7) : 684-686.

[14] WA ARIE  BRZE M. TR R %58 A ST P15 A I /9 ik
PRI AL, A s &F R 2 #2010, 2(11) : 136-137.

[15] Funk ML, Rosenberg DM, Lok AS. World-wide epidemi-

ology of HBeAg-negative chronic hepatitis B and associat-

i

ed precore and core promomr variants[ J]. ] Viral Hepat,

2002,9(1):52-61.

e fi F 37 :2011-10-28)





