BIHESX 5K 201243 A% 9%% 68 Lab Med Clin, March 2012, Vol. 9, No. 6 « 665
AY -+
-t E

€1 Z B AR B M M/ RITE LK EF BB &RMAEXES 7

AZH(FHBEERABRG T THF AREREKA 831100)

HE] B# @3 E5E AR X (CHB) & & f 447 4 4 ¥ B F BB(PDGF-BB) 5 & 7% HBV DNA
KT BT R B E AR L A BT AF YA 69 A8 K M 5 AT, AR 3T e iF PDGE-BB K -F & CHB # 89 & A4, ik
CHB sz 3% PDGF-BB 7k F 5 s 77 HBV DNA /K-F A 3 5% | o 75 AT 4F Yo L 5 AR AT AR X 5475 50 % CHB o 4 %
B ¥ EVEE 3A, A ik PDGE-BB K+ 5 i ik HBV DNA K-F T ik o A A AT 4 e L AreAn X, BR

CHB & # s % PDGF-BB K T 5 I o # . o 35 FF 4F AL 35 AR A B F 40 25 (P<<0.01) s 5 50 #k 5 R Am s 35 I 4F 4
LIEIFH EEMA(P<0.05); 5 ik HBV DNA AP A E R, 2 F AL+ FEXL(P>0.05), it woiF
PDGF-BB & F5 CHBRE A B EAR %, RA2 T Ktk CHB & 69 F e M E 42 5, & T &k CHB I 4 442
JE 7T BJR T CHB 69 AT 2 8% Fa BT 4F e AL A2 JE 09 3745 .
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The diagnostic correlation analysis of platelet derived growth factor BB in chronic hepatitis B ZHU Li-xin (Depart-
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[ Abstract])
(PDGF-BB) in chronic hepatitis BC(CHB) to study the diagnostic correlation of PDGF-BB level, HBV DNA level, liver
The PDGF-BB level, HBV DNA level, liver function and

Objective  Analyzing the applying value of serum level of platelet derived growth factor BB
function damage, liver fibrosis in CHB patients. Methods
serum hepatic fibrosis indices were detected. The CHB patients were divided into the mild, moderate, and severe
groups for correlation analysis of the serum PDGF-BB level with HBV DNA level, liver function damage and liver fi-
brosis. Results The PDGF-BB level had linear correlation with liver function and liver fibrosis indices(P<C0. 01),it
was also positively correlated with the liver function classification and liver fibrosis indices(P<Z0. 05) ,and it was not

significantly correlated with the HBV DNA level(P>>0. 05). Conclusion The serum level of PDGF-BB is closely re-

lated to the development of CHB disease. It can show not only about degree of liver damage, but also about liver fibro-

sis degree. PDGF-BB level can be a serum index in evaluating degrees of liver damage and liver fibrosis.
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FF LT AT 4k 1k (hepatic fibrosis) J2& T I 18 M 4545 o . BT 40 i
A aE] 5 Chepatic extracellular, ECM) JT 2 8¢ AT 48 itd T A% U 20 B
FE B SCE K HBV 82 e [ B KRR E 3, o 7 A
R [ R B A JHE 7 AR o i T R I AR TR b A K R R
(platelet-derived growth factor, PDGF) 7 iT 4T 4i 1k & A= Fil &
JE R A Ok iz 2 FE AL, PDGF J2& H e 20 % i 2 0k 40 g
CHSC) 1R H $5e 9 169 47 22 43 24 R P i 3 PDGF-BB #£ 18
PRI A R R R A PR B S AR T AR A A A
T 74 ) CHB 835 L& PDGF-BB & 4, [7] B 6 Il i 3% HBV
DNA /K| I 38 I £F 4k 4k 45 #5 [ % B 5 R Chyaluronic acid
HA) YA Jig Jit Ceollagen type IV CIV) (i [ % K B ik Cpro-
collagen type [l ,PCII) #1124 i% & H (laminin . LN) || fF I 35
AEZK P, 1 LL4R 3 CHB 8 # 1l # PDGF-BB 4 CHB I i
HBV DNA 7K, I D e 45 55 F2 B8 AT 2F 48 4k i A1 56 P
CHB fyi2 ¥ 42 AR 47 .
1 #EREHE
L1 —fg%OR e CHB EE 3L 74 ], 55 50 6], % 24 i,
BIHEBR &b T o 2 it 322 AR S 1) HBV #5428 35 DL % W B T 48 9
#CHAV) (B 4995 8 (HCV) L T B 4995 5 (HDV) | [l Y

platelet derived growth factor BB;

liver fibrosis; correlation analysis

JF 4 973 B (HEV) 55 T 4 55 7 5 8 Ja% e IR HE IR I8 244 L1 L A
B G2 S5 B 0 5 L 0 458 098 01 5 A S8 3 AL 38 oK 1
TR B0 £F 2 A0 R B 55 28 2 IR I B R B AT T
JE)fig VHBV Il 24 45 35 L L7 HBV DNA [l 7 JiF £F 4 fk 48
br(HA.CIV \PCII #1 LN) M 1l & PDGF-BB Kzl . it & %5 i
L 2000 4F35 # ML IF R B A 7 R i CHB 2 bR ™) 43 %
hUEE,

L2 Fik FIERABAE RSB RM 3 mL 37 CAKE 30
min,1 500 r/min &[> 5 min, 4% M35 F — 20 C WK %17 %
Ko FEA% 2 U0 B R 4. Xt CHB & % 7 I g6, I35 HBV
DNA 7K IfiL 315 IF 45 4 4L 45 #= (HALCIV . PC Il . LND #01 1fi. 375
PDGF-BB 7K - 47 K5 43 #7 .

L2.1 JHEZhagsin @l 4 A 3B ko i ORI 3 1 28 16 4
W, A3 SR F 2% [ DL 5 %2 (Beckman) 2 &) 24 7= i) CX9 4 [
A B . A B Beckman 24 &) #241

1.2.2 I HBV DNA K SR F 9¢ 658 it 3R A B 58 I i
(polymerase chain reaction , PCR) LM . 1L #% K H 3 E PE
2y H) 5700 B H B % PCR 43 M5 U 4, B = : ABIS700PCR,
TR G ER L R R R 2 K 28 RS R O 4R L

1.23 i HA.CIV.PCII LN & 5% A ik 5 %2 9% 4
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o R IR H V) R A8 AR TIT R I G 2 12 R R A 5 T R AR
1.2 4 [fi%f PDGF-BB £ >R FI XU f& 52 0 ABC-ELISA
AR . U bV R A R A BR A R R AL

1.3 Zeit2:Jrik R SPSSI7. 0 3R #4748 11 43 7. 1 1
BB 75 KR . AHOE A BT R A Spearman A 56 43 BT ik, P<<
0.05 WERBAHITEE L,

2 % S

2.1 i3 PDGF-BB /K ¥ 5 - T fig . il i AT 27 2 46 48 5 #0 5%
G3HF % Spearson # 43 #7 K B 1 ¥ PDGF-BB /K - &5

CHB 84 T D RE | 1L 17 T 2T 2k 1 4 A5 39 18 35 A1 56 (P<<0. 01) s
5 HBV-DNA TR #FH KK R (P>0.05) . &K 1,

2.2 JFIIREA S i HBY DNA. I 75 £F 4 4k 5 45 A1 1
W PDGE-BB K FHIMI XM 74 ] CHB i % I 3h 4> 3 %L
Wi 23 {9, i 25 il 5 26 9, 4 Spearman 4 4% A % 4
BT % BL CHB 44 JF 21 B 43 9 15 10 75 JF 27 4k 46 486 b Al i 35
PDGF-BB /KR IEAM & (P<C0. 01); 51 % HBV DNA /K
TEAR S (P>>0. 05) , BB AL L% 2.,

&1 IiE PDGEF-BB/KF5RFIhRE LB A HEUIERBEXEST (L)

TBIL HBV DNA
NiH  ALT(U/L)  AST(U/L) HAGg/L)  PClIGe/L)  CNGg/L) LN(ug/L)
(pmol/L) (pg/mlL)
PDGF-BB  439.5£8.1 274.2421 73.2469.2 223.1+1.3 227.2+1.7 104, 8443.5 125.1454.3 5.576+1.2
r 0.516 0. 460 0. 620 0. 466 0. 363 0. 506 0. 306 —0.183
P <0.01 <0.01 <20.01 <0.01 <0.01 <20.01 <0.01 =>0.05
F 2 MmiE PDGF-BB /K FEFMEF HBV DNA M FRFFENIEIRSFINES RMBEX D (TLs)
#if  n HBV-DNALog HA(ug/L) PC-1l (/1) CIV Cug/L) LN(ug/L) PDGF-BB(pg/mL)
L35 25 5.43+1.21 137.914102. 07 164.98+51. 90 84.19442.61 90. 65441, 46 67.02426. 42
e 23 5.9041.38 248.32+137. 60 252.844+152.12 90. 96 +37. 88 156.04451. 96 93.60427.99
I 26 5.42+1.28 282.40+91. 06 264.40469. 43 137.11429.17 131.13449. 97 160. 80+48. 77
r —0.02 0.477 0. 385 0.510 0. 307 0.728
P =>0.05 <20.01 <C0.01 <C0.01 <20.01 <0.01
3 3t it [2] Breitkopf K,Roeye C,Sawitza I,et al. Expression pattens
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Fii 30 X10° () R 1. /& sis JFUE S W Rk Y.
FEJFHE R PDGF §8 il 8 £ % 40 e 43 A4 50 . PDGF 3 32
H N A 5 A0 A HSC 7= Az A B AR AN M 5 B DNA 3%
T 18 i 2 HET T AN 2 KA KR ok HSC 1 i Stk i A 22
SRR % HSC R 3% 1k 43 2408 5 A W3 S A 4 0 1 A
AW 5E 3% A 1% PDGF-BB /K ¥ 5 CHB Ifi i HBV DNA /K
- fg I T 2 AL AR B AT 2 A 56 4 T 3R 1) PDGE-
BB 7E CHB w1y i i {E . 45 5% & 81, CHB 3 1 7% PDGF-
BB 7K - 5 ' D 6 1 3% 45 4k 16 48 A7 38 3 4 6 (P<T0. 01
55 Sy e 43 G R0 MLV JTF 2T 4E AL 48 bR 48 5 TEAH DG (P<<0. 05) 5 5
M3 HBV DNA /K- J6AH 56 (P>>0. 05) 5 1l i PDGF-BB 7K
SR = NI i e e U o oy - TT [ ENTTA = O /- 1
1% PDGF-BB /K V- 5 CHB 5 1% & Ji& % Y1 A 3¢, A {2 AT iz e
CHB B3 i IF T g4t F 2 B b v] e CHDB JIF&F 4 (0 A2 3, 7T
N T CHB A T3 8 R I £ 2 A0 AR BE (9 P74

& % Lk

(1] BORRAE. JIF 9 20 7 A2 2 LML) AN < A6 k2 R H R
#.,2003.254.

of PDGF A,B,C and D and the PDGF receptorsa and g in
activated rat hepatic stellate cells (HSC) [ ]J]. Cytokine,
2005,31:349-357.

[3] BhizRde, BRIEHE, ok IS 5. JHF 4 4k R B/ A A 2R
KB 7324k AV B 1 22 35 e HE 5 4 A i S5 i 43 19 AH
ek [I7. o AT 24 i 2004, 12(11) 1 663-665.

(4] & M/DRATE A K E TR 4e 4k kA F i1
(7. 52 FH FFIE 55 2% 5 . 2007, 10(5) : 348-353.

[5] hARBE o L Ye 5 7 A O = & 0 & I 4 o 2 0
TSR BIE 7 22 L) o A2 JFF I 5 2% 75 2000, 8 (18)
324-329.

[6] Thampanitchawong P, Piratvisuth T. Liver biopsy: com-
plications and risk factors[J]. World J Gastroenterol,
1999,5(4) :301-304.

[7] Standish RA,Cholongitas E.Dhillon A,et al. An appraisal
of the histopathological assessment of liver fibrosis[ J].
Gut,2006,55(4) :569-578.

[8] Solis-Herruzo JA,de la Torre P, Munoz Yague MT. He-
patic stellate cells (HSC) : architects of hepatic fibrosis
[T]. Rev Esp Enferm Dig,2003,95(6) :438-439.

i B 3#7:2011-10-14)





