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[Abstract]  Objective
(HBV-M) with HBV DNA level and clinical applications of joint detection of two indicators. Methods

To investigate the correlation of hepatitis B virus (HBV) serum immune markers
Enzyme-
linked immunosorbent adsorption method (ELISA) was used to detect HBV serum immunization markers,and fluo-
rescence quantitative polymerase chain reaction (FQ-PCR) was used to test the content of HBV-DNA. Results The
positive rate of HBV-DNA in the positive samples of hepatitis B virus surface antigen ( HBsAg) and e antigen
(HBeAg) was high: I group (HBsAg.HBeAg and HBcAb positive) , HBV-DNA positive rate of 98. 9% (181/183);
IV group (HBsAg and HBeAg positive) s HBV-DNA positive rate of 96. 3% (26/27); V[ group ( HBsAg, HBeAg,
HBeAb and HBcAb positive) , HBV-DNA positive rate of 100. 0% (2/2); HBsAg positive, HBeAg negative, HBV-
DNA positive rate was also higher for the group [I (HBsAg, HBeAb, HBcAb positive) 60.4% (58/96); [l group
(HBsAg, HBcAb positive ) 50%(10/20); HBeAg, HBsAg-negative had a positive rate of HBV-DNA, but the posi-
tive rate was low, namely; V group 13. 3% (2/15); VI group 8.3% (1/12); VIl group 0(0/26); [X group 6. 7%
(1/15). Conclusion Serum HBV-DNA level is related with HBV M expression patterns and has a good correlation
with HBsAg and HBeAg. The HBV-M-negative patients may have HBV-DNA positive. Therefore, the joint detec-
tion of HBV M and HBV DNA can effectively improve the detection rate of hepatitis B and provide the experimental
basis for clinical infection and replication of HBV, infectivity judge and treatment guidance.
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