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[ Abstract] Objective
Methods

with linearized lentiviral vector system. Then the product was transformed into competent cells. Recombinant

To construct and identify lentiviral vector system over-expressing miR-1 gene of rat.

The miR-1 gene was digested from synthesised vehicle by EcoR 1 restriction endonuclease twice,and linked

lentivector plasmids and the other two helping plasmids were co-transfected into 293 T cells by Lipofectamine 2000,
and cell culture supernatant was collected after 48 hours. The virus supernatant was concentrated and tittered. In or-
der to observe the transfection efficiency and the expression of miR-1,the vector was transfected into rat mesenchy-
and qPCR. Results The miR-1

gene sequence was consistent with the sequence reported in genebank;the titer of miR-1 gene virus was 3 X 10°TU/

mal stem cells(MSCs) following by cytoflurimetric analysis of GFP positive cells

pL(TU, transduction unit). The best transfection efficiency was up to 90% and the expression levels which deter-
mined by qPCR were quite higher than those of control group when multiply of infection(MOI) was 50. Conclusion
The construction of over-expression lentiviral system of rat miR-1 gene may support the further study of function of
miR-1 gene as a potential over-expression technique.
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