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[Abstract] Objective To construct a prokaryotic expression plasmid containing hMPV N gene and anslyze the
The full length
of N gene was amplified by RT-PCR and inserted into expression vector RSET-A. The recombinant expression plas-
mids were transferred into E. coli BL21, and induced with IPTG. Results

SDS-PAGE and Western-blot. The positive rate of 102 serum samples was 53. 9%. Conclusion The hMPV N pro-

effects, in order to provide basic information for detecting antibody and prevention in clinic. Methods

The expected protein band was found by

tein was expressed successfully, which will be helpful for serological testing.
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