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[Abstract] Objective To discuss the clinical significance of HBV replication detection, and analyze the corre-
lations of hepatitis B virus (HBV)-preS1 Ag. HBeAg and HBV DNA. Methods A total of 237 HBV positive and 50
health standard serum samples were simultaneously detected by ELISA method for Pre-S1Ag and HBeAg, while
HBVDNA detected by real-time fluorescent quantitative polymerase chain reaction (PCR). The correlation was ana-
lyzed. Results Pre-S1Ag, HBeAg and HBV DNA positive rate were 62, 45% , 39.24% and 65. 82% , respectively.
The significant correlations between Pre-S1Ag and HBeAg (y* =43.2,P<C0.01), Pre-S1Ag and HBV DNA (y* =
138.3,P<C0.01) were concluded. Conclusion HBV-preS1Ag, HBeAg and HBV DNA could reflect the HBV repli-

cation for their obvious correlations.
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