B EFEIEK 201345 H% 10#%% 10 # Lab Med Clin, May 2013, Vol. 10,No. 10 . 1201
AY -+
-t E

Tt 5575 5 970 5 60 50 P BT Y 241 ) P B ML U TR 5

F OF AFFE(HFERARFHFTEREBEFA,. M 510515

[HE] BY WY sFTEHRZOHFTERARFERRAGZBRERA G AN FEEZNE. FiE RAR
ok B (PCR-TRAIEE B A B KA SIS o B fen FH RN R S B0 59 #hat s HF ERAEBLERE
HAAEST | HEAFFER K ASCRD Ao % LA F F W 85 K B B 50 R A W AT @ A+ 1R £ 4 — sk 7 7] (ERIC)-
PCRE AR TAEHEME ., R SOBAMRT 20 4 (34 A F [ Fakk, 17 4 (29%) %4 F | TE X Fadk;9 4k
(15%)ISCR1 ra b5 4 (8%)ISCRI T K A A ¥4 H qnrAl o ampR W A B &, 1 #e b L 2B EATF 1,
3kttt VIM-2 A A .2 #k#h it IMP-1 A B, ERIC-PCR B £ 54 & SOV ARk F LR A 52 ANEF, Gig #4546
T 1 .ISCR1 ek HF EWH B ERMEB LR AN T % Tt 25 @A £ %4F M . ERIC-PCR £ #4740 L B2 W0 14 ) R 14

DT R KT
[X@EAY AGRELEE:; 5T HAFIANXRAR; REEHHE; BHAEAHANZL-"HBEFI-KbL
B 4% B L

DOI:10. 3969/j. issn. 1672-9455.2013.10. 001 XX#AtREML:A XEHFS :1672-9455(2013)10-1201-02
Study on mechanism of drug resistance and transmission in carbapenems-resistant pseudomon asaeruginosa isolates”
ZHENG Fen ,RUI Yong-yu” (Department of Laboratory Medicine , NanFang Hospital , Southern Medical Univer-
sity sGuangzhou,Guangdong 510515,China)

[ Abstract] Objective

ant pseudomon asaeruginosa isolates. Methods

To investigate the mechanism of drug resistance and transmission in carbapenems-resist-
Polymerase chain reaction (PCR), restriction {ragment length poly-
morphism-PCR (RFLP-PCR) and sequencing were used to detect class I integron, ISCR1, and carbapenemases genes
in 59 carbapenems-resistant pseudomon asaeruginosa isolates. ERIC-PCR was determined for genotype of isolates.
Results

resistance genes were detected and 3 harboured VIM-2, 2 harboured IMP-1 genes, but none other carbapenemases

Among 59 bacterial isolates, 20 class I integrase, 17 class I integrons,5 ISCR1 carrying qnrAl and ampR
genes was found. All bacterial isolates contained 52 genotypes at similarity level of 80%. Conclusion Class I inte-
gron, ISCR1 and carbapenemases might play an important role in mediating multidrug resistance in pseudomon
asaeruginosa. ERIC-PCR could be a convenient and effective method for genotyping clinical pseudomon asaeruginosa
isolates.
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X PHE BT AR L o8 0 B A 1 0 3 RS X A ISCR1 fy 5/
PP IR X 518,518 1 & 5'-GTA TTG CGC CGC
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