B EY¥5IEK 20134 8 A% 10 %% 15 # Lab Med Clin, August 2013, Vol. 10, No. 15

- i
2 RIMERRIEESBES CAPN-10 EE S 548

EERER TS

BOALERES LT BT AL ER PO ERAMA  404000;2. HTEFEREE S

s I, M 550001)
[(FEZE1 B #H3F 2 2 Am(T2DM) i 4: 5 gkl CAPN-10 AW $ A X . ik KRARHAELR
BEE S EBRA#HM4 R E (PCR-RFLP) # K 2 100 4] T2DM & & (& 41 28) F= 100 4 42 & % (33 18 28) CAPN-10
H B SNP19(rs3842570) . SNP43 (rs3792267) = SNP63 (rs5030952) % A Mz L # T A B > 2, &R B4
CAPN-10 AW 4345 56 GCAR AR E R GEFLARRELZH THBA, 270 %5 F L (P<0.05);19 45
EA 3L EMARAME FLEAAFNELRPAERAN»F £ FH A% FEL(P>0.05), £ CAPN-
0 #& B SNP43(rs3842570) 4% % &5 T2DM #9 & A # 48 % 7 . 70 SNP19 (rs3842570) F= SNP63 (rs5030952) 4% & W 5
T2DM #9 & % F A8 %
(XA 2 A km; BHEHEMKE;
DOI:10. 3969/j. issn. 1672-9455. 2013. 15. 002

CAPN-10; AR % &h
XEIREMD A XEHES:1672-9455(2013)15-1923-03

Relationship between the genetic susceptibility and polymorphisms of CAPN-10 gene in type 2 diabetes mellitus ZHOU
Long' , TAN Yu-jie*> ,WANG Yan®, MA Li* (1. Department of Biochemistry, Chongqing Three Gorges Central
Hospital ,Chongqing 404000, China; 2. Central Laboratory , Af filiated Hospital of Guiyang Medical College,
Guiyang ,Guizhou 550001, China)

[ Abstract] Objective
10 gene in type 2 diabetes mellitus (T2DM). Methods

To observe relationship between the genetic susceptibility and polymorphisms of CAPN-
Restriction fragment length polymorphism polymerase chain
reaction (PCR-RFLP) method was used to determine the distribution of allele and genotype frequencies of SNP19
(rs3842570) ,SNP43 (1s3792267) and SNP63 (rs5030952) polymorphism in CAPN-10 gene in 100 T2DM patients
(case group) and 100 normal control subjects (control group). Results The frequencies of GG genotype and G allele
of SNP43 in case group was significantly higher than that in control group (P<C0. 05). There was no significant
difference in genotypic frequencies and allele frequencies of SNP19 and SNP63 between case group and control group

(P>>0.05). Conclusion The polymorphism of SNP43 in CAPN-10 gene may contribute to the genetic susceptibility
to T2DM, but SNP19 and SNP63 in CAPN-10 gene may be not related to T2DM susceptibility possibly.
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