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[Abstract] Objective To investigate application value of random amplified polymorphic DNA analysis in the identifi-
cation of HP. Methods 65 patients with peptic ulcer or chronic gastritis, which confirm as HP infection, get orget gastric
body mucosa carried HP culture, after HP DNA extraction and purification, and analysis using HP RAPD genetic finger-
printing ; strains of the same HP RAPD verify repeatability,65 patients underwent six months or more HP eradication thera-
py.assess the situation Hp eradication 4-6 weeks after treatment;recurrence again on RAPD analysis,the changes of RAPD
fingerprint were observed. Results 65 strains PAPD fingerprints are different,but RADP fingerprints of the original genera-
tion plants and extend the plant after 4 passages is same. Three cases is consistant in RAPD fingerprinting befor and after
treatment, 3 cases have different RAPD fingerprints in six cases of relapse after HP eradication. Conclusion RAPD analysis
of genetic polymorphisms identified for HP,is a useful tool for clinical studies,it can be used to identify HP relapse and rein-
fection.
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