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Distribution characteristics of different genotypes of HCV in Longnan area of Gansu province* WANG Jie (Clinical
Laboratory sthe First People’s Hospital of Longnan ,Longnan,Gansu 746000 ,China)

[Abstract] Objective To investigate the distribution characteristics of hepatitis C virus (HCV) in Longnan
area of Gansu province. Methods During Jul. 2013 and Feb. 2014 ,a total of 53 patients with HCV infection were en-
rolled. HCV antibody was detected by using enzyme linked immunosorbent assay,and the results were confirmed by
immunoblotting test. Real-time fluorescent quantitative polymerase chain reaction (PCR) was performed to detect vi-
ral load. HCV genotypes in samples with viral load higher than 103 copy/uL. were then detected by using multiple
PCR. Results A total of 40 cases were with 1b genotype infection,accounting for 75. 5% ,9 cases were with 2a geno-

type infection,accounting for 17. 0% ,and 4 cases were with 3a genotype infection,accounting for 7. 5%. The positive

%- L]

rates of different genotypes were with significant differences (P <C0. 05). Conclusion

In Longnan area of Gansu

province, the most popular HCV genotype might be 1b genotype,followed by 2a and 3a genotype.
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