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Identify a pathogenic staphylococcus aureus from a sputum specimen
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[Abstract] Objective

rRNA gene sequence for the diagnosis of the clinical specimens. Methods

To explore a rapid bacteria identified method based on the analysis technology of 16S

Three kinds of pure colonies were isolated

and cultured from the sputum specimen sample from a patient with fever and respiratory syndrome. The colonies were

used as templates,universal primers were used to amplify 16S rRNA gene fragments of unknown bacteria, then se-

quenced the products directly, and compared using the Basic Local Alignment Search Tool ( BLAST). Results A

strain of Staphylococcus epidermidis,a strain of Rothia dentocariosa and a strain of Staphylococcus aureus were iden-

tified, and the last was confirmed by specific primers. Conclusion This study developed a simple method for rapid i-

dentification of pathogens from clinical specimens by using 16S rRNA gene amplification.
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