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[Abstract] Objective
NA miR-27a and the susceptibility of breast cancer. Methods

A Meta-analysis on association between polymorphism of miR-27a and susceptibility of breast cancer”

To systematically evaluate the association between rs895819 polymorphism of microR-
A computer-based retrieval of PubMed, EMBASE, Co-
chrane Library, CBM, VIP, CNKI and Wanfang Database from their establishment to June 2014 was performed for
collecting the case-control studies investigating the miR-27a polymorphisms and the susceptibility of breast cancer
published at home and abroad. The literature was screened according to the inclusion and exclusion criteria and the
quality of studies was evaluated. Then the data were performed the Meta-analysis by using RevMan 5. 2 software. Re-
sults 5 articles were included, in which 2 articles were the study on European populations and 3 articles were the
study on Asian populations. The Meta analysis showed that the miR27a rs895819 polymorphism had no relation with
the breast cancer susceptibility in the total populations and Asian populations,but the 3-model analysis in the Europe-
an populations indicated that the miR27a rs895819 polymorphism was related with the breast cancer susceptibility,
which were allele model G ws. ACOR=0.89,95CI% :0.82—0. 97, P=0. 008) . codominant model AG wvs. AA(OR=
0.83,95%CI1:0.74—0. 94,P=0. 002)and dominant model GG+ AG wvs. AAC(OR=0.83,95%CI:0.75—0.91,P=
0. 002) respectively. Conclusion The existing evidences reveal that the rs895819 polymorphism of the miR-27a is not
found to be associated with the susceptibility of breast cancer in total populations and Asian populations. However
the rs895819 polymorphism of miR-27a is associated with the susceptibility of breast cancer in European populations.
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