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[Abstract] Objective To establish the real-time fluorescent quantitative polymerase chain reaction(FQ-PCR)
assay system for realizing the rapid and accurate detection of Candida albicans to provide the guidance for the clinical
doctors making the diagnosis of Candida albicans infection. Methods The standard Candida albicans strains and the
other fungal standard strains were used in the experiment. The specific primers and probes for Candida albicans were
designed by the Primer Premier 5. 0 and Beacon Designer 7. 7. At the same time the parameters of Mg’" ,dNTPs,
primers and probe concentration were optimized for finding out the best reaction system of PCR. The specificity and
repeatability were verified and the lowest limit of detection of the reaction system was analyszed. Finally 45 clinically
isolated 45 strains of Candida albicans were tested. Results The designed primers and probes only conducted the spe-
cific amplification, the different substrate concentrations of the reaction system showed the good linearity with the Ct
value, the lowest limit of detection of reaction system was 5 CFU/mlL with good stability and good repeatability, its
The Candida albicans FQ-PCR as-

says system may be established based on successfully designing the specific primer and probe, which could identify

positive detection rate for the clinically isolated strains reached 100 % . Conclusion

Candida albicans rapidly and accurately.
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