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[Abstract] Objective To screen the high-affinity aptamers of Helicobacter pylori (HP) by systematic evolu-
tion of ligands by exponential enrichment(SELEX) and to apply this technique to detect HP infection in tissue and in
vivo. Methods HP was cultured. SELEX was applied to conduct screening for obtaining theaptamers of HP. The
aptamers were used to detect the HP infection in biopsies. Results The high affinity aptamer was screened from the
6th rounds selection,named HP1. The aptamer HP1 was used to distinguish the HP from non-HP and its binding

force with HP was detected. Conclusion The high-affinity aptamers binding to HP is successfully selected from the

initial ssDNA library, which lays a foundation for the development of HP infection diagnostic reagents.
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