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[Abstract] Objective
diabetes mellitus(T2DM) in the Asian population. Methods
NJ11 E23K gene polymorphism and T2DM in Asian population were entirely retrieved from PubMed, CNKI, VIP da-

To investigate the correlation between KCNJ11 E23K gene polymorphism with type 2
The case-control study on the relationship between KC-
tabases. The statistical analysis was performed by the Statal2. 0 software. Results 10 eligible articles were included
in this study,the data were pooled with the random effect model(D-1. method) , the results showed that the K allele
frequency of the patients group was significantly higher than that of the control group(OR=1.16,95%CI=1.08—
1.25,P=0.00). Conclusion The KCNJ11 E23K gene polymorphism is correlated with the increase of T2DM onset

risk in Asian population.
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