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[Abstract] Objective To investigate the status of molecular epidemiology and related drug-resistance genes in
17 strains of imipenem-resistant Klebsiella pneumoniae and Escherichia coli. Methods The carbapenemase pheno-
types were confirmed by the modified Hodge test; PCR was adopted to detect the resistance genes of carbapenemase,
AmpC and ESBLs, then DNA sequencing was performed and the genotype was determined by internet comparison;
the homology and genetic correlation of isolated strians were detected and analyzed by the enterobacterial repetitive
intergenic consensus PCR(ERIC-PCR) and multiple locus sequence typing (MLST). Results KPC-2, TEM-1,SHV
and CTX-M genes were found in 15 strains of K. pneumoniae,and SHV-12 and CTX-M-24 were predominant geno-
types. KPC-2 gene was detected in 2 strians of E. coli,one of which also had TEM-1 and CTX-M-24 gene and another
had CMY-42 and OXA-1 gene. The carbapenemase genes of IMP, VIM and NDM were not detected in 17 strains. The
homology and genetic relationship analysis revealed that the 15 strains of K. pneumonias were divided into the three
ERIC kinds of A,B and C,12 strains of class A were ST11,2 strains of class B were ST147 and ST290,and only 1
strain of C was ST967;2 strains of E. colis were the same ERIC kind. Conclusion The imipenem-resistance of 17
strains is associated with KPC-2 gene, KPC-2-producing K. pneumoniae strains had clonal transmission and preva-
lence in the neurosurgery wards,and ST11 type of K. pneumoniae was the predominant clone attributed to this out-
break;17 strains were the strains of producing ESBLs or AmpC simultaneouly; This is the first discovery of KPC-
producing K. pneumoniae of ST290 and ST967 in worldwide; the control measures of nosocomial infection in clinical
departments should be enhanced.
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