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[Abstract] Objective

isolated from the First Affiliated Hospital of Sun Yat-sen University to provide the laboratory basis for clinical treat-

To understand the genotypes and homology of vancomycin-resistant enterococcus( VRE)
ment, prevention and control of VRE infection in this area. Methods The clinically isolated VRE strains were collect-
ed. Furthermore, the minimal inhibitory concentrations (MIC) of vancomycin, teicoplanin and linezolid were deter-
mined by the E-test;the vancomycin-resistant genes were identified by the multipleePCR, and the homology of VRE
strains by the pulsed field gel electrophoresis (PFGE). Results All 8 VRE strains,identified as enterococcus faeci-
um, were isolated from abdominal drainage fluid, which were highly resistant to vancomycin (MICZ=256 mg/L) ,me-
diate or resistant to teicoplanin,and sensitive to linezolid, tigecycline and tetracycline. The vancomycin-resistant geno-
types were determined to be VanA-type; which were divided into the clone A and B by the PFGE classification, in
which 7 strains were the clone A and 1 strain was the clone B. Conclusion The 8 VRE strains carry the Van gene

and are multidrug-resistant, has a small range prevalence in our hospital,but is not the prevalence of single clone.
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