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[ Abstract])

situation disinfectant resistant gene qacEAl in multi-drug resistant Acinetobacter baumannii in order to provide the

Objective To understand the clinical distribution,drug-resistant spectrum features and of carrying

experimental evidences for the prevention and control of nosocomial infection. Methods 56 strains of multi-drug re-
sistant Acinetobacter baumannii isolated from the clinical samples from October 2013 to August 2014 were collected.
The drug susceptibility test and detection of disinfectant resistant qacEA1 gene were performed by adopting the broth
dilution method and polymerase chain reaction (PCR) respectively;the positive samples of qacEA1 gene positive were
randomly extracted to conduct the sequencing measurement. Results 56 strains were mainly isolated from sputum
specimens and secretion samples,accounting for 70. 7% and 15. 5% respectively;the departments were mainly come
from the intensive care unit (ICU) and respiratory medicine,accounting for 41. 1% and 17. 9% respectively. Except
for the lower resistant rate (32. 1%) of cefoperazone/sulbactam in the drug susceptibility test, the results showed
general resistance to other antibacterial drugs. In the disinfectant resistant gene qacEAl detection,50 positive strains
were detected out with the carrying rate of 89. 3%. In the comparison between the sequencing results and the corre-
sponding sequence on GeneBank, the homology was 98%. Conclusion The respiratory tract is the main infectious
pathway of multi-drug resistant Acinetobacter baumannii in clinic, moreover the endemic area centralized trend is ob-
vious. The carrying rate of disinfectant resistant qacEA1 gene is high. Strengthening the disinfectant resistance moni-
toring of multi-drug resistant Acinetobacter baumannii has an important significance for the scientific use of disinfect-
ants in clinic.
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