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[ Abstract] Objective To screen the Tc value of COLD-PCR amplification system of the epidermal growth fac-
tor receptor(EGFR) gene T790M mutation, to preliminarily establish the COLD-PCR system with the T790M muta-
tion enrichment effect under low denatured temperature and to investigate the screening strategy of Tc value and the
matter needing attention. Methods The lung cancer cell line MSTO-211H and NCI-H1975 were taken as the wild-
type and mutation type standard samples respectively. The Tc value of T790M mutation detection COLD-PCR system
was found and verified through screening experiment of key denaturation temperature of target amplicon, reaction
pattern comparison experiment and verification test of Tc value. Results The pattern of fast COLD-PCR was chosen
as standard reaction pattern because the key denaturation temperature of mutation amplicon was lower than wild type
amplicon and 89. 6 ‘C was founded as the Tc value of this system. The T790M mutation enrichment COLD-PCR sys-
tem was established, which had higher sensitivity than traditional PCR and could detect 1% of T790M mutation,and
was increased by 5 times compared with the conventional PCR. Conclusion The Tc value screening of the system is
successfully completed and the T790M mutation enrichment COLD-PCR system is also established.
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