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Abstract; Objective To establish a method for detecting MRSA by using CY5-labelled specific primer to replace universal

primer in GeXP system. Methods The mecA and nuc gene primers were designed. The primer specificity was verified by PCR am-

plification and agarose gel electrophoresis. The PCR reaction condition was optimized. Single primers were marked by fluorescent
dye CY5(labeling the forward primer or reverse primer alone). The extracted MRSA , MRCNS and MSSA nucleic acid served as the
template solution. The labeled primers were adopted for conducting the single PCR and multiple PCR. The PCR products were ana-
lyzed by the agarose gel electrophoresis and GeXP capillary electrophoresis for verifying the application effect. Then 100 strains of

MRSA were detected by the GeXP system using the labelled primers and their application effects were analyzed. Results The

GeXP-PCR impurity amplification peaks in single labeled reverse primers were less. The target specific amplification peaks appeared

in MRSA,MRCNS and MSSA detected and analyzed by the GeXP system, which containing different sizes of gene fragments was

clearly distinguished, the results were consistent with the agarose gel electrophoresis; 100 strains of MRSA contained the nuc and

mec A fragments by the GeXP system analysis, which conformed to the results of VITEK [[ Compact detection. Conclusion  Apply-

ing singly labeling reverse primer in GeXP system for detecting MRSA is feasible.
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