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Abstract: Objective To research the correlation of the gene polymorphism, expression level of excision repair cross comple-
mentation group 1 (ERCC1) and curative effect in patients with advanced non-small cell lung cancer (NSCLC) patients treated with
platinum-based (TP) chemotherapy. Methods Sequencing was used for detecting the single nucleotide polymorphism (SNP) loci
C8092A and C118T of ERCCI in 100 patients with NSCLC,and immunohistochemical method (IHC) was used for detecting the ex-
pression of ERCCI in tumor tissue. And the relationship of effect of chemotherapy and TP was analyzed. Results There were no
correlation between polymorphism of C8092A,C118T and TP curative effect in patients with advanced NSCLC. Comprehensive a-
nalysis with two loci together found that there was better curative effect in both CC genotypes. However, the difference was not sta-
tistically significant. Progression free survival (PFS) of genotype CC and CA plus AA in C8092A loci were 4. 9 months and 4. 3
months,and there was significant difference between two groups (P<C0. 05). PFS of genotype CC and CT plus TT of C118T loci
were 4. 4 months and 4. 6 months,but the difference was not statistically significant (P>>0. 05). The curative effect rate of patients
with ERCC1 negative expression was 48. 6% ,and which of the ERCC1 positive expression was 23. 3% ,the difference was statisti-
cally (P<C0.05). And PFS of patients with ERCCI1 negative expression (5 months) patients was significantly higher than that of
the patients with ERCCI positive expression (3.8 months) (P<C0.01). Conclusion There is no correlation between the genotype
of ERCC1 C8092A or C118T loci and the curative effect of TP in patients with advanced NSCLC. Patients with genotype CC of
C8092A loci have a longer PFS than other genotypes. Expression of ERCCI can be used for one of prognostic factors in the ad-
vanced NSCLC patients treated with TP.
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