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Analysis on miRNA expression profile of urine in patients with type 2 diabetic nephropathy
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Abstract: Objective To study the miRNA expression profile in urine external secrete body of the patients with type 2 diabetic
nephropathy(T2DN). Methods The miRNA chip technology was used to analyze the miRNA expression profile in urine external
secrete body of 8 healthy subjects(control group) ,8 patients with type 2 diabetes('T2D group) ,8 cases of type 2 diabetic nephropa-
thy(DN group). The validation was conducted by real time fluorescence quantitative PCR; miRNA with maximal expression differ-
ence and microalbuminuria were selected for conducting the correlation analysis. Results Comparing the DN group with control
group and T2D group,16 abnormal miRNA expression (greater than 2 times) ,in which 14 miRNA(miR-320c, miR-6068,miR-1234-
5p»miR-6133, miR-4270, miR-4739, miR-371-b-5p, miR - 638, miR-572, miR-1227-5p, miR-6126, miR-1915-5p, miR-4778-5p and
miR-2861) expression was up-regulated, while the two miRNA (miR-30d-5p and miR-30e-5p) expression was down-regulated. miR-
NA miR-320-c and miR-6068 had maximal expression in urine external secrete body of the DN group. The urine external secrete
body miR-320¢ expression up-regulation was negatively correlated with the increase of glomerular filtration rate (GFR) predicted
value(screening sequence: R* =0, 23, P=0. 11;confirm sequence:R*=0. 61,P=0.004). The urine external secrete body miR-320 ¢
level had no significant correlation with and the GFR predicted value in the screening queue and confirm queue(screening queue:
R?*=0.08,P=0. 55;confirm queue:R*=0.01,P=0.87),but had significant positive correlation with the increase of urinary albu-
min creatinine ratio(screening queue:R* =0, 69,P=0. 02; confirm queue:R*=0. 94, P=0. 005). Conclusion The miRNA level in
the urine external secrete body has difference between the DN group and T2D group,abnormal expression of miR-320c may affect
the TGF-beta signal transduction pathways through the target protein platelet reaction protein 1(TSP-1),s0o miR-320c is expected
to serve as a new type candidate marker of DN, which may be used for the assessment of disease progression in future research.
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