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Abstract: Objective To detect the CYP2C19 gene polymorphisms in patients with coronary heart disease (CHD) in Sichuan
Province.and to analyze the correlation of its genotype with gender,age and clinical classification. Methods By DNA microarray
chip,CYP2C19 gene type of total 131 cases,including 90 males and 41 females, diagnosed with CHD were detected. The correlation
of CYP2C19 gene polymorphisms with gender,age and clinical classification was statistically analyzed. Results In the 131 cases of
CHD patients, five genotypes were detected,including CYP2C19 % 1/ % 1 (636GG,681GG),CYP2C19 % 1/ * 2 (636GG,681GA),
CYP2C19 % 1/ % 3 (636GA,681GG ).CYP2C19 % 2/ % 2 (636GG,681AA) and CYP2C19 % 2/ x 3 (636GA,681GA). The distribu-
tion of genotypes were 53 cases (40.5%),54 cases (41.2%),6 cases (4.6%),13 cases (9.9%) and 5 cases (3. 8%) ,respectively.
CYP2C19 % 3/ % 3 (636AA,681GG) was not detected. The CYP2C19 genotypes and allele frequency between different genders had
no statistical difference in CHD patients (P>>0. 05) , while CYP2C19 metabolic type distributions between male and female CHD
patients had significant difference (y*=6.527,P=0. 038). Different age groups and different CHD clinical sub-type patients had no
statistical difference in CYP2C19 genotypes,allele frequency and metabolic type distribution (P>>0. 05) , respectively. Conclusion
CYP2C19 genotype distribution.allele frequency and metabolic type distribution among the CHD patients have no correlation with
genders,age and CHD clinical sub-types.
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