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Abstract: Objective  To investigate the distribution of human papillomavirus (HPV) genotypes in infected women from
Chongqing , China. Methods Samples were obtained during routine gynecologic examinations and DNA was extracted from the sam-
ples,PCR and chip was performed to distinguish the 21 HPV subtypes(-16,-18,-52,-58,-51,-53,-8304,-6,-11,-66,-68,-31,-33,
-39,-35,-42,-43,-44,-56,-59,-45). Samples were obtained from 5 108 women (16 — 69 years old) ,and 932 cases of HPV infection
were diagnosed. Results High-risk HPV-16,-52,-58 were the most common genotypes accounting for 18. 67 % ,20.50% ,17. 81 %
of cases,respectively. In retrospective study,98 patients with high-risk HPV infection were performed to cervical biopsy,there were
Cervical cancer 2 cases,cervical CIN | 9 cases.cervical CIN[ 3 cases,cervical CIN[[ 11 cases.cervical chronic inflammation 56 ca-
ses and suspected CIN [ 7 cases. Conclusion In this study, HPV-16,-52,-58 were the most common subtypes found in patients
from Chongging.and 31. 6 percent of women were detected with cervical lesions.
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HPV i # FRPEFIR G R (%)
HPV-16 174 18.7
HPV-18 55 5.9
HPV-52 191 20.5
HPV-58 166 17.8
HPV-51 75 8.0
HPV-53 107 11.5
HPV-cp8304 84 9.0
HPV-6 22 2.4
HPV-11 31 3.3
HPV-68 49 5.3
HPV-31 39 4.1
HPV-33 58 6.2
HPV-39 63 6.8
HPV-35 7 0.8
HPV-42 3 0.3
HPV-44 16 1.7
HPV-56 30 3.2
HPV-59 18 1.9
HPV-66 33 3.5
HPV-43 3 0.3
HPV-45 8 0.9
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HPV i & gk YR ) IRY R )
HPV-16 68 32.8
HPV-52 45 21.7
HPV-58 25 12.0
HPV-53 27 13.0
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HP V-5 H i % 22 10.6
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