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Abstract ; Objective By comparing the identification results of clinical strains of filamentous fungi using MALDI-TOF-MS and
morphological identification,explore the clinical application value of MALDI-TOF-MS in the rapid identification of filamentous fun-
gi. Methods

ary 2017, Eighty-three clinical strains of filamentous fungi were identified using PCR and sequencing as well as the MALDI-TOF-

The study was conducted in the First Affiliated Hospital of Xi'an Jiaotong University between March 2015 and Janu-

MS. Morphological identification results was reviewed in LIS;species distribution and specimen source of filamentous fungi were an-
alyzed. The consistent of mass spectrometry and morphological identification were appraised with Ka p pa value consistent evaluation
method. Results This study enrolled 102 strains of filamentous fungi,including 83 non-repeated strains. Aspergillus fumigates was
the most common strains, including 50 strains(60. 24 %) , followed by Aspergillus flavus of 26 strains(31. 33%). Specimen source
were mainly respiratory specimens,including sputum of 68 strains(81.93%) and bronchial lavage of 11 strains(13. 25%). The re-
MALDI-TOF-MS

was a rapid detection method and was better in accuracy of identification of filamentous fungi than morphological method.

sults of MALDI-TOF-MS and morphology method were appraised and the Kappa value was 0. 141. Conclusion

evaluation
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