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Abstract : Objective The in-

patients with terberculosis('TB) in the hospital from January to December 2016 were selected. After exluding the repeated bacterial

To study the drug resistance of Mycobacterium tuberculosis and complex group typing. Methods

strains isolated from the same patients,the remaining was included into the detection range. The samples from the patients were col-
lected and submitted by the linical departments. Results The resistance rates of clinically isolated strains of Mycobacterium tuber-
culosis to isoniazid and rifapentin rate were greater than 31. 00% ; which to rifampin and streptomycin were greater than 27. 00% ,
which to rifabutin and amikacin were greater than 15. 00%. In 616 strains of Mycobacterium tuberculosis, 321 (52, 11%) strains
were drug sensitive strains and 292 strains(47. 89 % ) were drug-resistant strains. According to the defines of single drug resistant,
multi-drug resistant and pan-drug resistant Mycobacterium tuberculosis,among Mycobacterium tuberculosis strains detected in this
study,single drug resistant strains, multi-drug resistant tstrains and pan-resistant strains accounted for 14. 29%,21. 27% and
11.85% respectively. Among 292 drug resistant strains,single drug resistant strains, multi-drug resistant strains and pan-drug re-
sistant strains accounted for 30. 14 % ,44. 8% and 25. 00% respectively. In all detected Mycobacterium, Mycobacterium tuberculosis
accounted for 82, 00% , its drug resistance rate reached 29. 27 % , bovine Mycobacterium tuberculosis accounted for 18. 00% , the
drug resistance rate accounted for 11.11%. Conclusion The drug resistance rate of Mycobacterium tuberculosis clinically isolated
in this hospital is in a higher level. So the anti-TB drugs should be selected according to the drug sensitivity test results for control-
ling the generation of drug-resistant tuberculosis strains.
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