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Abstract : Objective

the growth of Escherichia coli,so as to explore its biological function. Methods

To investigate the effect of dormancy survival regulator (DosR) protein Rv2029c on
Based on the Rv2029c¢ specific
primer,designed according to the genomic DNA sequence of Mycobacterium tuberculosis H37Rv in GenBank,
the recombinant plasmid of pET30a-Rv2029¢ was constructed by prokaryotic expression technique and ex-
pressed in Escherichia coli. The growth characteristic of Escherichia coli treated with pET30a-Rv2029¢ was
studied. Results After 6 hours in culture medium, Escherichia coli reached the platform phase due to the lack
of nutrients and oxygen. However, the Escherichia coli carried pET30a-Rv2029c¢ stayed at logarithmic phase as
long as 10 hours. Conclusion Rv2029c could promote the growth of Escherichia coli and break the boundaries
of growth,Rv2029c could help bacteria to deal with stress, which might related to its ability to promote glycol-
ysis in the hypoxic environment.
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