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Drug resistance of Staphylococcus aureus in urinary infection and related gene distribution analysis
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Abstract: Objective To analyze the resistance situation of Staphylococcus aureus (SA) isolated from u-
rine to common antibacterial drugs and the carrying situation of drug-resistance gene and disinfectant resistant
gene. Methods One hundred and seventy-six strains of SA isolated from urine were collected. The cefoxitin
paper disk method was adopted to preliminarily screen methicillin-resistant SA (MRSA) and the K-B disk dif-
fusion method was adopted to conduct the susceptibility test to commonly used antibacterial drug in clinic. The
drug-resistant genes and disinfectant resistant gene were detected. Results Ninity-two strains of MRSA were
detected,accounting for 52. 27 % ; eighty-four strains of methicillin sensitive SA (MSSA) were detected, ac-
counting for 47. 73%. SA were resistant to penicillin G,and the resistance rates of MRSA to oxacillin, tetracy-
cline, gentamicin, rifampicin, ciprofloxacin, erythromycin and clindamycin were sequentially 100. 00%,
96.74% ,94.57%,93. 48%,86.96% ,86. 96% and 77. 17%. MRSA was sensitive to linezolid, tekolalin and
vancomycin;the resistance rates of 84 strains of MSSA to tetracycline, gentamicin, ciprofloxacin, erythromycin
and clindamycin were sequentially 17. 86%,19. 05%.,19. 05%,61. 90% and 34. 52%. The positive rates of
MRSA resistance genes such as mecA, aph'-[l[ ,aac (6')/aph (2"),ant (4'4"),ermA, ermB and ermC were
100.00% ,41.30%,70. 65%,5. 43%,68.48% and 0,66. 30% respectively. The positive rates of disinfectant
resistant genes such as qacA/B,smr (qacC + qacD) and qacEA1 were 56.52% ,5.43% and 7. 61% respective-
ly. The positive rates of MSSA resistance genes such as aph'-[[[ ,aac (6')/aph (2"), ermB and ermC were
13.10%,25.00%,28.57% and 14. 29% respectively. The rest was 0. The positive rates of q disinfectant re-
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sistant genes acA/B, smr (qacC+ qgacD) and qacEAl were 45. 24%,0 and 4. 76 % respectively. Conclusion The
drug-resistance genes of MecA,aac (6')/aph (2”) ,ermA and ermC and disinfectant resistant gene qacA/B of SA

isolated from urine have the higher detection rates, which may be the important causes of urinary system gen-

erating drug-resistance and disinfectant-resistance. Clinic should pay attention to rational use of various anti-

bacterial drugs and disinfectants.
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