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Abstract : Objective

gy of Vibrio parahaemolyticus in an aggregated diarrhea event,and to provide laboratory evidence for epidemi-

To understand the main serotypes, biological characteristics, correlation and homolo-
ological investigation. Methods Epidemiological investigation of clustering diarrhoea events was conducted ac-
cording to WS271-2007 appendix B3 to isolate and detect pathogenic bacteria. Polymerase chain reaction
(PCR) was used to detect virulence genes, minimum inhibitory concentration was used to detect 17 kinds of
drug sensitivity,pulse field gel electrophoresis (PFGE) was used for genotyping,and BioNumerics software
was used for cluster analysis. Results A total of 21 strains of Vibrio parahaemolyticus were isolated from this
accumulation event,wherein 20 strains from the samples of patients’ anus swabs and the other one from the
Restaurant worker's. Serotype O3:K6 (15 strains,71.43%) was predominant, with tdh, toxRS-new, orf8-up
positive and trh,toxRS-old negative. The serotypes O4:K8 was found in 4 strains,accounting for 19. 05% ,03:
KUT and O4:KUT had only 1 strain accounting for 4. 76 % aech. The susceptibility test results were similar,
the resistance to two drugs (Ampicillin,Cefazolin) in all strains were 100%. PFGE typing was divided into 7
types according to 100 % similarity. Conclusion This accumulation event was caused by co-infections of Vibrio
parahaemolyticus with different clonal strains mainly composed of serotype O3:K6.
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