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Molecular epidemiological characteristics of norovirus epidemic outbreaks
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Abstract : Objective To comprehend the genotype of the pathogens and molecular epidemiological charac-
teristics associated with the epidemic outbreaks of norovirus in Guangming new district. Methods Specimens
of anal swabs from patients with infectious diarrhea outbreaks from December 2016 to March 2017 were col-
lected. Norovirus was detected by fluorescence quantitative polymerase chain reaction (RT-PCR). The VP1
gene region of Norovirus was amplified by nested PCR. The amplified products were identified by agarose elec-
trophoresis and sequenced. Results 54 positive samples of norovirus was detected in 101 anal swab specimens
of 9 outbreaks,the total positive rate was 53. 47 % , there were 52 positive samples of norovirus G [ ,1 positive
sample of norovirus G [ ,1 positive sample of G /G co-infection. The VP1 sequencing results of norovirus
in 9 outbreaks showed that 48 strains were G [[ . Among them,47 strains were genotype GI[.P16/G]l. 2,and
they were close to the China Hongkong strain (KY771081) and China Guangdong strain(KY485113)in 2016.
2 strains were close to China Jiangsu strain (KY806301) in 2017 and Thailand Chingmai (MF972308) in 2016.
1 strain was genotype GI[.P7/G]l. 6,and it was close to the China Taiwan srtain in 2014 (KM267741). Con-
clusion The main genogroups of norovirus in Guangming new district were G|l ,and GI[. P16/G [l . 2 was the

most major genotype of norovirus.
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