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Changes of intestinal flora in patients with acute myocardial infarction”
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Abstract: Objective To explore the changes in intestinal flora diversity in patients with acute myocardial
infarction. Methods A total 100 patients with acute myocardial infarction admitted to No. 215 Hospital of
Shaanxi Nuclear Industry from January 2017 to September 2018 were selected into study group,other 100 hos-
pitalized patients who underwent coronary angiography to exclude coronary heart disease were selected into
control group. The patients’ stool and serum samples were collected. The difference of intestinal dominant flo-
ra between the two groups was detected by real-time quantitative polymerase chain reaction. The serum brain
natriuretic peptide and troponin levels of the study group were determined and compared, correlation analysis
was performed on intestinal flora. Results Compared with the control group,the dominant flora of the study
group changed significantly,and Enterobacter and Enterococcus were dominant which levels were significant
higher. The number of these bacteria positively related with serum pro-brain natriuretic peptide and troponin
levels. The Bifidobacteria and Lactobacillas levels negatively correlated with serum brain natriuretic peptide
precursor and troponin levels. Conclusion In patients with acute myocardial infarction, the dominant flora
changed. The distribution of dominant flora related to serum pro-brain natriuretic peptide and troponin levels
of myocardial infarction patients.
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