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Abstract : Objective
194) ,microRNA-497 (miR-497) in colorectal cancer patients. Methods

194, miR-497 of 52 colorectal cancer patients (colorectal cancer group) and 22 healthy controls (control

To explore the expression level and clinical value of serum microRNA-194 (miR-
The expression levels of serum miR-
group) were determined by real-time quantitative PCR and compared. Results The relative expression level of
serum miR-194 was 1. 90(0. 86—3. 35) in colorectal cancer group,which was higher than 0. 76 (0. 69—0. 93) in
control group,the relative expression level of serum miR-497 was 1. 57 (0. 62 — 2. 38) in colorectal cancer
group,which was higher than 0. 79(0. 36 —1. 15) in control group.,the differences were significant (P<C0. 05).
However, the expression levels of miR-194 and miR-497 had no significant differences in patients with differ-
ent age,tumor size,differentiation degree and TNM stage (P~>0. 05). Conclusion miR-194 and miR-497 highly
expressed in the serum of colorectal cancer patients,the abnormal expression might related to the occurrence.
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