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Application of DNA ploidy quantitative analysis in cervical cancer screening to improve screening coverage
CHEN Zanbing
Department o f Clinical Laboratory , Huangmei Women And Child Health
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Abstract:Objective To explore the effect of DNA ploidy quantitative analysis on improving screening
coverage in cervical cancer screening. Methods A total of 128 married women admitted to our hospital from
December 2017 to December 2018 were screened for cervical cancer,determined by DNA ploidy quantitative a-
nalysis,and detected by TCT (liquid-based thin layer cytology). The results of TCT and DNA ploidy quantita-
tive analysis were positive,and further pathological examination was performed. Results Among 128 married
women, 36 cases were aneuploid, the percentage was 28. 13%. Among them, there were 20 cases with 1 —2
aneuploidy cells and 16 cases with 3 or more aneuploidy cells. Colposcopic examination showed that 17 cases
had infiltrating cancer,carcinoma in situ and CIN ]I or above. Cervical cancer and CIN mostly occur in 30 —45
years old group,and the degree of lesion varies in different age groups. Compared with TCT,the detection rate
of DNA ploidy quantitative analysis before carcinogenesis and cervical cancer were higher (P<C0. 05). Conclu-
sion DNA ploidy quantitative analysis is very effective in clinical screening of cervical cancer patients. It can
further improve the screening coverage, prompt clinical early standardization of diagnosis and treatment of cer-
vical lesions,thereby reducing the incidence and mortality of cervical cancer patients.
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