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Abstract : Objective To determine an appropriate number of pooled plasma samples in nucleic acid test for
blood screening.two types of pooled plasma by 6 or 48 specimens were evaluated. Methods Positive controls
were randomly mixed with daily plasma samples. Plasma pooled by 6 or 48 samples were then tested. If the re-
sults between two pooling method were conflict, the relative pooled plasma should be tested again. If the result
of a pool of samples were positive, then the samples were tested individually to identify the actual positive
sample. The samples that identified as positive as well as the samples with positive background were tested
with quantitative nucleic acid test reagent. Finally, the data were collected and analyzed. Results A total of
11 856 samples were tested,10 944 of them met the requirement and were included in this analysis. The num-
bers of HBV,HCV,HIV-1 positive samples identified through 6 and 48 sample pooling methods were 23,15,
20 and 22,14,20 respectively. The positive percent agreements of HBV,HCV,HIV-1 between the two pooling
method were 95.65% ,93.33% ,100. 00% ,the negative percent agreements were all 100. 00% ,the total agree-
ments were 99. 56 % ,99. 56 % ,100. 00% , the Kappa values were 0. 975,0. 963,1. 000 respectively. The result
indicated that there was a good agreement between the two pooling methods. Conclusion Considering detec-
tion rate,efficiency, cost and miss detection risk together, 48 sample pooling method is recommended to be
used in blood screening by blood center and blood product companies.
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