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Abstract: Objective To investigate the expression of microRNA (miRNA)-630 and its correlation with
prognosis in nasopharyngeal carcinoma (NPC). Methods GSE70970, GSE43329 and GSE12452 three inde-
pendent nasopharyngeal carcinoma chip data were downloaded from the NCBI-GEO website,and the expres-
sion difference of miRNA-630 was statistically analyzed using Graphpad prism 7. The difference between the
groups was analyzed by ¢ test,the expression of miRNA-630 was analyzed by receiver operating characteristic
curve (ROC) and Kaplan-Meier survival curve. A single-factor and multi-factor COX risk scale model was es-
tablished using SPSS22. 0 for miRNA-630 expression, tumor pathology (T) and lymph node metastasis (N)
indicators. In addition,nasopharyngeal carcinoma tissues and normal tissue samples were collected,and the ex-
pression of miRNA-630 was detected by RT-qPCR. CEN2 cells were cultured, and were divided into three
groups. Cells in three groups were added phosphate buffer (control group) ,blank load transfection (blank load
group) and miRNA-630 (miRNA-630 group) ,respectively. MTT was used to test the cell growth. Finally, the
mechanism of miRNA-630 up-regulation in NPC was predicted. Results The expression of miRNA-630 in
NPC was significantly higher than normal tissues (P <C0. 05). The expression of miRNA-630 was significantly
higher than that of control group 48,72 and 96 h after transfection. And the mRNA and protein expression of
TP53INP2 in CNE2 cells of miRNA-630 group was significantly lower than that of control group and blank
load group. Conclusion Overexpression of miRNA-630 in NPC is associated with poor prognosis and could be
served as an independent prognostic factor. The possible mechanism may be related with inhibition with
TP53INP2.
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