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Abstract : Objective

ciency in transfecting human mesenchymal stem cells. Methods

To construct the recombinant pcDNA3. 0-FGF10 and to explore its biological effi-
We extracted total RNA from the early em-
bryo and amplified the cDNA coding for FGF10 by Reserved Transcription Polymerase Chain Reaction (RT-
PCR) ,then it was subcloned into pcDNA3. 0 and transfected into human mesenchymal stem cell (MSC).
Effect of pcDNA3. 0-FGF10-MSC was identified by the transfection through RT-PCR,immuno-fluorescence,
ELISA and Western-blot after selecting the clones of pcDNA3. 0-FGF10-MSC under the pressure of G-418.
Results

successfully reconstructed. Conclusion A kind of useful tool to investigate the biological function of FGF10 in

The recombinant vector pcDNA3. 0-FGF10-MSC which could express aim protein constantly was

vitro and in vivo has been constructed.
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