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The pathogenic composition of hospitalized children with hand ., foot
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Abstract: Objective To explore pathogenic composition of hand,foot and mouth disease (HFMD) in the
first people’s hospital of Qinzhou during 2016 —2018,to provide the scientific basis for its treatment and con-
trol. Methods A total of 778 samples of HFMD cases which collected from the hospital from 2016 to 2018
were tested for enterovirus (EV),EV71, coxsackie virus (CA)16,CA6 and CA10 by real-time reverse tran-
scription polymerase chain reaction (RT-PCR) ,and the differences of EV types among different genders,ages
and months were analyzed. Results There were 266 cases in 2016,319 cases in 2017 and 193 cases in 2018.
And the positive rates were 88. 72% ,89. 34 % and 89. 12% ,respectively. The EV71,CA6 and CA16 type were
the main type from 2016 to 2018. The proportion of the number of EV positive cases were compared between
different years,and the difference was statistically significant (P<C0. 05). The HFMD mainly occurred in chil-
dren under four years old,especially in children aged 1—2 years old in Qinzhou. The peak of HFMD was from
May to July and September to October in Qinzhou. Infection rate increased from April and decreased from No-
vember, which was popular in summer and autumn. Conclusion  The dominant pathogens of HFMD are dif-
ferent in Qinzhou from 2016 to 2018, which is EV71,CA6 and CA16 type. Therefore, the detection of the etiol-
ogy of HFMD is extremely important for its prevention and treatment.
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