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Abstract: Objective To evaluate the diagnostic and significance of 30 fusion gene screening in combination with
morphology,immunophenotyping and cytogenetics in children with hematologic neoplasms. Methods A total 223
children from Sun Yat-sen memorial hospital with acute leukemia newly or recurrently diagnosed from May.
2017 to Apr. 2019 were enrolled into this study. There were 126 males and 99 females.,aged from 1 month to
15 years old. Real-time fluorescent probe PCR assay was used for detection of 30 fusion genes including the
common type of acute lymphoblastic leukemia (ALL) and acute myeloid leukemia (AML), such as BCR-
ABL1,AMLI-ETO,CBFB-MYH11,MLL and PML-RARq. Results There were 152 cases children who were
diagnosed as B-ALL,and 9 cases were diagnosed as T-ALL,49 cases were diagnosed as AML, the other 13 ca-
ses were diagnosis as following: 2 cases were B-NHL,1 case were T-NHL,1 case was mixed leukemia,1 case
was indeterminate leukemia, 1 case was JMML,1 case was AML transformed from CML,5 cases were CML.
Total positive rate of fusion gene was 43. 0% (96/233),and which of the B-ALL and T-ALL were 32. 2%
(49/152) and 22.2% (2/9). In addition,positive rate of AML was 75.5% (37/49) ,which of the other types
was 61.5% (8/13). The most common positive fusion genes in ALL were as following: TEL-AMLI1,accoun-
ted for 15.5%1(25/161); BCR-ABL1,accounted for 4. 3% (7/161); E2A-PBX1,accounted for 3. 7% (6/161);
AML-MTG16,accounted for 1. 9% (3/161); MLIL-AF4,accounted for 1.2%(2/161); MLL-AF10,accounted
for 1.2%(2/161); MLL-ENL,accounted for 1. 2% (2/161); TLS-ERG, accounted for 1. 2% (2/161); MLL-
AF6, accounted for 0. 6% (1/161). The most common positive fusion genes in AML was AML1I-ETO,accoun-
ted for 20. 4% (10/49); PML-RARa,accounted for 16. 3% (8/49); CBFB-MYHI11,accounted for 10. 2% (5/

B WH L, L, EENEILE MR R EAIS . © BEEHE . E-mail:365864413@qq. com,



BREFHER2020F1AF17T8E 28

Lab Med Clin,January 2020, Vol. 17, No. 2 e 155

49); DEK-CAN,accounted for 6.1%(3/49); MLL-AF10,accounted for 8.2%(4/49),the other genes includ-
ed MLIL-AF4 (1 case) ,MLIL-AF9 (1 case) ,MLIL-AFlp (1 case) ,NPM-MLF (1 case),EL-ABL (1 case),ET-

CAN (1 case) and BCR-ABL1 (1 case). Conclusion

The positive rate of leukemia fusion gene is higher in

children with leukemia. Strengthening the 30 kinds of fusion gene screening could help to evaluate the risk

stratification and prognosis effectively.
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