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Abstract: Objective To investigate the expression level and clinical significance of microRNA-122 (miR-
122) in patients with diabetes mellitus (DM) and chronic hepatitis B. Methods A total of 125 patients in the
Affiliated Hospital of Zunyi Medical University were selected as the research objects,including 50 DM patients
(DM group) ,50 chronic hepatitis B patients (HBV group) .25 DM combined with chronic hepatitis B patients
(DM combined with HBV group) ,and 20 healthy people were selected as the control group. The total RNA of
mononuclear cells was extracted from all subjects, and the level of miR-122 in each group was detected by
PCR. The correlation between miR-122 and biochemical indexes was studied. Results The level of miR-122 in
DM combined with HBV group was higher than that in HBV group,DM group and control group (P<<0. 05).
The level of HBV-DNA in HBV group was higher than that in DM combined with HBV group (P <C0. 05);
the level of ALT and AST in HBV group was higher than that in control group, DM group and DM combined
with HBV group (P <C0. 05). The level of miR-122 was positively correlated with the level of HBV-DNA and
serum glucose (GLU) (r=0. 238,0. 231, P <C0. 05). Conclusion The level of miR-122 is significantly in-
creased in patients with DM and chronic hepatitis B, and it is correlated with the levels of HBV-DNA and
GLU. MiR-122 may be considered participating in the development of the disease.
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