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Abstract: Objective To verify the clinical significance of IFI441. gene methylation site as the systemic lu-
pus erythematosus (SLE) marker in clinical diagnosis,and to evaluate the accuracy and validity of the relevant
kit in clinical detection. Methods The peripheral blood samples were collected from 136 patients. Among
them,there were 74 cases of definitely diagnosed SLLE samples and 62 cases of non-SLE samples. After ran-
domly numbering the samples,the methylation sites of IFI44L gene in the samples were detected by the meth-
ylation detection kit of SLE (MS-HRM method). The samples of SLE and non-SLE were distinguished ac-
cording to the detection results. After the sample unblinding, the sensitivity,specificity, total coincidence rate
and consistency coefficient Kappa value of the results were evaluated. Results The IFI44L results showed
that the total coincidence rate of this method with the clinical definitely diagnosed method was 94.85% ,the
sensitivity and specificity were 93. 24 % and 96. 77% respectively. The Kappa index was 0. 896 7. The differ-
ence in diagnosing SLE between this detection method and clinical diagnosis method was not statistically sig-
nificant (X*=0.133,P>>0.05). Conclusion The methylation level of IFI44L gene can serve as an important
index for diagnosing SLE and judging the changes of SLE. The IFI441L. gene methylation site detection method
is another effective diagnostic method besides the traditional diagnostic method of SLE,and provides an evi-
dence of SLE occurrence from the angle of epigenetics.
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