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Relationship between expression of PreS1 antigen and e antigen with serum
hepatitis B virus DNA expression load
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Abstract : Objective To investigate the relationship between the expressions of PreS1 antigen (PreS1-Ag)
and e antigen (HBeAg) with the load of serum hepatitis B virus DNA (HBV-DNA) in parturients. Methods
One hundred and thirty-two parturients with hepatitis B diagnosed and treated in this hospital were selected as
the study subjects. All cases were diagnosed as hepatitis B virus (HBV) infection by clinic. The levels of
HBeAg and PreS1-Ag were detected by ELISA. The HBV-DNA load was detected by real-time fluorescence
quantitative PCR. The grouping was performed according to the HBV-DNA load. The detection rates of
HBeAg and PreS1-Ag were compared among the groups. The sensitivity and specificity of HBeAg and PreS1-
Ag were calculated. Results  Among 132 cases of hepatitis B, there were 73 cases of HBV-DNA load <C10°
copy/mL,including 39 cases (53.42%) of PreS1-Ag positive and 5 cases (6. 85%) of HBeAg positive;in 21
cases of HBV-DNA load 10° —10° copy/mL,11 cases (52. 38%) were PreS1-Ag positive, 8 cases (38.10%)
were HBeAg positive,in 33 cases of HBV-DNA load >>10"—10° copy/mL,29 cases (87. 88%) were PreS1-Ag
positive and 21 cases(63. 64 %) were HBeAg positive;in 5 cases of HBV-DNA load >>10° copy/mL,the detec-
tion rates of PreS1-Ag and HBeAg all were 100. 00%. With the HBV-DNA load 10° copy/mL as the cut off
value,the specificities of PreS1-Ag and HBeAg were 69. 39% and 72. 34% respectively, the sensitivities were
53.01% and 86. 84% respectively. Conclusion ~With the increase of HBV-DNA load, the detection rates of
PreS1-Ag and HBeAg are increased greatly, moreover the diagnostic sensitivity of PreS1-Ag is higher than
that of HBeAg;but compared with PreS1-Ag,the diagnostic specificity of HBeAg is higher.
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i, Mg HBV BRYs 8 & i e ] 5 6 = A
A BT T B G, K E H ¥ HBV e $it i
(HBeAg) FHM:AS H 1 HBV JEE 3L A1 & il 1 4 b 1
Wi & =7 BR KR, A BESE 4R, HBV i S1
HiJ5 (PreS1-Ag) Al 5 HBV-DNA . HBV i i #5 & 4
KA 2 W HBV YB35 F e A B 8 385 i 3
PreS1-Ag & HBeAg 5 HBV-DNA # & 1EF , LI K
i PRI H HBV R4 it48 5, IR 25 4R E .

1 #ERl5R%E

1.1 — %R HE 2017 4E 3 H &£ 20194E 3 A T
KRBEL IR SN 5 (LLF R FR S ) 7= 15 132 i), 3
ZEKRZ W2 N . F i 22 ~35 %, F
(26.2843.57) % , RWRAEREE =M% i &t
e, LWibriE. 2% 2000 FE R HEEFR¥ERE
BT R HETE I R BRI BV WibR . 99 AHRTE
(O EWR T RSEIbRAE; (DR 18~44 %
) BEAE Y R AL Z BT 1107 s (D) K &8 & 8 I A 2
P HEBRARME (D AFF S W 2 1R R 2 Wids i (2)
JF T BE S PR AL 7= 305 (3) A I 0 ML B B 5 (4)
A R BR R 5 (5) ARG gE .

1.2 Jik R ELISA £ill HBeAg.PreS1-Ag; >k
FHSZ B 989 2 8 PCR # R & & K Il HBV-DNA,
HBV-DNA #E & <1. 00 X 10* copy/mL I 3] K >~ [
PEL R ZFI W BRAE . MKs B bR AL 1 7 3k 22 2 9y
R A B2 ) AR 77 42 1R, SR A ELISA A3 & i if ¥
Ehn W 0 i TR AR S AT BR S F] R, HBV-

DNA R H ABI-7500 % 5% 2 PCR A€ & kil ,
Ly BE R R 2 38 e 2 I e B R B R SR B
M. RHE HBV-DNA #k #5041, % 4 HBeAg.
PreS1-Ag ¥t %, i1 & HBeAg.PreS1-Ag £ il (1) &
O SRR S

1.3 Siteehb s S SPSS22. 0 4 #R AL
Pt o THECROR U B o R R R AL SR X
Ko s TH TR L &£ RonALm FLECR A ¢ K5
LI HBV-DNA # i 5 4 br i (=10" copy/mL & FH
PE) L 3d i IO A% R 21T 55 PreS1-Ag il HBeAg 12 Wi iy
P S N R A DL P<<0.05 NESHSGIH¥EX,
2 & ES

2.1 HBV-DNA # &/ 132 ] #F + HBV-
DNA # i << 10° copy/mL A 73 fil, & 55. 30%;
HBV-DNA # & 7 10° ~10° copy/mL A 21 fi, 5
15.91% ; HBV-DNA # & >10°~10° copy/mL A& 33
B, & e 25.00% ; HBV-DNA #kf >10° copy/mL A
500, 3.79% .

2.2 PreSl-Ag il HBeAg 5113 HBV-DNA ## X%
MK F HBV-DNA #0835 53 <<10" cop-
y/mL.10° ~10° copy/mL.>10°~10% copy/mL,>
10° copy/mL 4 MEH £ %9 PreS1-Ag MM F LK
ER LG FE L (P>0.05); HBV-DNA #; & 75>
10°~10° copy/mL B HBeAg FH#: %  PreS1-Ag [H
PR )5 F HBV-DNA # & <10° copy/mL.10° ~
10° copy/mL BB BHPESR, 22 5 ¥ Goit 28 L (P <
0.05), HBV-DNA #&>10° copy/mL 1 PreS1-Ag
il HBeAg K H 8440 100.00% . W% 1.

F 1  PreSl-Ag 1 HBeAg 51f1i% HBV-DNA 8% &[»(%)]
PreSl-Ag HBeAg
HBV-DNA(copy/mL) n
BRI 4 144 FH-PE 1Pk
<10° 73 39(53.42) 34(46. 58) 5(6.85) 68(93.15)
10°~10° 21 11(52. 38) 10(47.62) 8(38.10) 13(61.90)
>10°~10° 33 29(87. 88) 4(12.12) 21(63. 64) 12(36. 36)
>10° 5 5(100. 00) 0¢0. 00) 5(100. 00) 0¢0.00)
2.3 PreS1-Ag fll HBeAg B2 Wi 57 BE L R 5% 3 3t ®

HBV-DNA ##<10" copy/mL Jy B, 3t 73 fi]; =
10° copy/mL B, 2 59 f], W3 2, PreS1-Ag
HBeAg FH: 58573 91K 69. 39 % . 72. 34 % 5 7 B 43
Bk 53,01 % .86. 84 %6 5 B TINAE 43 %1k 46. 58 %4 .
93.15% ; BHMETRIAE A 74. 48 %6.55. 93 %,

x2 PreS1-Ag #1 HBeAg PR HZ 1 (%) ]
PreSl-Ag HBeAg
HBV-DNA n
PR BH PHE BA M
(T 59 44(74.58)  15(25.42) 33(55.93)  26(44.07)
A 73 39(53.42)  34(46.58) 5(6.85)  68(93.15)
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Ag . HBeAg MH H 2 K $2 5 .
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#HE=10° copy/mL K HPEAR I, & B PreS1-Ag 1Y
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RS R
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