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Diagnostic values of MP-IgG,IgM antibodies and MP-DNA detection
in respiratory tract infection among children
ZHANG Ning ,LU Dongming ,GU Meng
Department of Clinical Laboratory sAf filiated Changzhou Children’s Hospital o f Nantong
Medical University ,Changzhou,Jiangsu 213003,China
To investigate the diagnostic values of mycoplasma pneumoniae(MP)-IgG,I1gM anti-
The MP antibodies of 172
children patients with respiratory tract infection in the Affiliated Changzhou Children’s Hospital of Nantong

Abstract ; Objective
bodies and MP-DNA in detecting respiratory infection among children. Methods

Medical University were detected by adopting the direct chemiluminescence technology, meanwhile the fluo-
rescence probe PCR was adopted to detect the throat swabs. The differences in the positive rates of MP-IgG,
MP-1gM and MP-DNA among different age groups of child respiratory tract infection were analyzed. Then the
diagnostic values of 3 indexes in child respiratory tract infection were analyzed and compared by using the re-
The positive rates of MP-IgM, MP-IgG and MP-DNA
had statistically significant difference among different age groups of child respiratory tract infection ( P<<
0.05). The comparison of the areas under ROC curves for the four indicators showed MP-DNA>MP-IgM >
MP-1gG;the sensitivity of MP-DNA and MP-IgM was better. Conclusion Detecting MP-DNA, MP-IgM and

MP-IgG has a certain value for the diagnosis of respiratory tract infectious diseases. The immune system in

ceiver operating characteristic(ROC) curve. Results

different age groups of children is in different development periods,the immune response to MP has differ-
ence.
diagnosis
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