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Abstract: Objective To explore the relationship between miR-27a rs895819(T>C) gene polymorphism
and genetic susceptibility to coronary heart disease (CHD) in Guangdong area to provide a new idea for the
prevention and treatment of CHD. Methods Blood genomic DNA in 563 cases of CHD and 650 controls exclu-
ding CHD in Guangdong area was extracted and conducted the genotyping by polymerase chain reaction-ligase
detection reaction (PCR-LDR). The correlation between the miR-27a rs895819 gene polymorphism and the
risk for CHD was evaluated by adopting the unconditional Logistic regression analysis. Results The distribu-
tion frequencies of TT,CT,and CC genotypes in the CHD case group were 5. 7% ,38.0% and 56. 3% respec-
tively, which in the control group were 5. 9% .37.3% and 56. 8% respectively,the difference in genotype fre-
quency distribution between the two groups had no statistical significance (P >>0. 05). Carrying the miR-27a
rs895819 T allele or C allele had no significant correlation with genetic susceptibility to CHD (OR =0. 94,
95%CI=0.72—1.27,P=0.518). Conclusion miR-27a rs895819(T>C) gene polymorphism has no correla-
tion with the susceptibility to CHD in the Guangdong area.
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