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Abstract: Objective To evaluate the application value of TB-DNA, T-SPOT. TB and TB-Ab methods in
pulmonary tuberculosis diagnosis. Methods The general data in 245 cases of suspected pulmonary tuberculo-
sis treated in a class 3A hospital of Shangluo from January to December 2019 were collected. According to the
final diagnosis results,the patients were divided into the pulmonary tuberculosis patients group (experimental
group) and non-pulmonary tuberculosis patients group (control group). The differences in the parallel detec-
tion results of TB-DNA, TB-Ab and T-SPOT. TB were compared between the two groups.,and the application
values of TB-DNA,TB-Ab and T-SPOT. TB in pulmonary tuberculosis diagnosis were analyzed. Results The
positive rates of TB-DNA,T-SPOT. TB and TB-Ab in the experimental group were higher than those in the
control group,and the differences were statistically significant (P <C0. 05). In the analysis of the receiver oper-
ating characteristic(ROC) curve,the area under the ROC curve of T-SPOT. TB antigen A, T-SPOT. TB anti-
gen B, TB-DNA and TB-AB were 0. 908,0. 881,0. 677 and 0. 649 respectively. The specificity of TB-DNA for
diagnosing pulmonary tuberculosis among 3 methods was the highest (97. 14%) and the sensitivity of T-
SPOT. TB was the highest (89.14%). The diagnostic coincidence rate of T-SPOT. TB was higher than that of
TB-DNA and TB-AB,the differences were statistically significant (P <C0. 05),and the diagnostic coincidence
rate of TB-DNA and TB-AB was not statistically significant (P >>0. 05). The combined detection could increase
the sensitivity,and T-SPOT. TB combined with TB-DNA had the highest diagnostic coincidence rate. Conclusion T-
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SPOT. TB has the high sensitivity,specificity and diagnostic coincidence rate,and has the higher value in pul-

monary tuberculosis diagnosis. Scientific selection of combination items test can increase the diagnostic coinci-

dence rate.
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