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Abstract : Objective To investigate the expression of long non-coding RNA (LncRNA) Lnc00478 in ovar-
ian cancer and its influence on the biological behavior of ovarian cancer. Methods The data of ovarian cancer
patients admitted to this hospital from 2018 to 2019 were collected,and 80 specimens with ovarian cancer diag-
nosed pathologically after operation and without cancer cells detected in paracancerous tissue were selected.
Real-time fluorescent quantitative PCR was used to detect the expression level of L.Lnc00478 in ovarian cancer
tissue and its paracancerous tissues,and analyze the relationship between its expression level and the clinico-
pathological characteristics of ovarian cancer. Lnc00478 small interfering RNA (siRNA) was used to transfect
human highly metastatic ovarian cancer cells (HO-8910PM cells) to verify its effect on the proliferation,inva-
sion and migration of HO-8910PM cells. Results Compared with paracancerous tissues,the expression level
of LLnc00478 in ovarian cancer tissues was higher,and the difference was statistically significant (P <C0. 05).
The expression level of Lnc00478 in ovarian cancer tissue was related to tumor size,age of onset,tumor TNM
stage and lymph node metastasis. Compared with siRNA-NC,after knocking down Lnc00478 by siRNA-1, the
proliferation of HO-8910PM cells was slowed down,and the migration and invasion capabilities were also re-
duced, the difference was statistically significant (P <C0. 05). Conclusion The expression level of Lnc00478 in
ovarian cancer tissues is affected by many factors. Knockdown of Lnc00478 can inhibit the proliferation, migra-
tion and invasion of ovarian cancer cells. Lnc00478 is expected to improve the diagnosis and treatment of ovari-
an cancer,
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