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Abstract: Objective To verify the influence of special blood collection tubes (BCT) on the preservation
effect of circulating free DNA (¢fDNA) in plasma. Methods
were collected by using the EDTA-K, anticoagulant tubes and two kinds of special BCT for ¢fDNA preserva-

The peripheral blood samples in healthy adults

tion. Plasma ¢[DNA was isolated and extracted when the blood samples were stored at room temperature to a
fixed time point. The change of plasma c¢[DNA level was quantitatively detected at different time points.
Results
time lapse and then reached a stable trend,while the level of ¢fDNA collected in two kinds of special BCT for

The level of plasma ¢fDNA collected in EDTA-K, anticoagulant tubes was gradually increased with
c¢fDNA preservation remained stable for at least 7 d. Conclusion The long time storage of blood samples in
EDTA-K, anticoagulant tubes may lead plasma cfDNA level to be unstable. This change may be related to the
contamination of genomic DNA in blood and the dynamic balance of the ¢cfDNA degradation. The special BCT
can stabilize the ¢fDNA level in plasma within at least 7 d, which plays an important role in the follow-up
quantitative detection and clinical application of cf[DNA.

quantitative detection
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