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Analysis on aberrant expression genes in endometriosis”
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Abstract ; Objective To investigate the gene abnormal expression in the ectopic endometrial tissue by ana-
lyzing the high-throughput sequencing data in the patients with endometriosis (EM). Methods The high-
throughput sequencing data of eutopic endometrial and ectopic endometrial tissues in the EM patients were
gained from NCBI GEO online databases. The conditions were established to analyze the differentially ex-
pressed genes(DEGs). DAVID was used to annotate DEGs. The analysis on the DEGs encoded protein-protein
interaction(PPI) was performed by using the STRING database,and the candidate genes were screened out. A
total of 35 patients with EM were included into the study. The eutopic endometrial tissue (control group) and
the ectopic endometrial tissue (experiment group) were collected. fluorescent quantitative PCR was used to
validate the candidate genes. Results A total of 826 DEGs meeting the condition were obtained,including 161
DEGs of high expression and 665 DEGs of low expression. 13 genes were determined as the candidate genes
for subsequent validations. By the fluorescent quantitative PCR verification, the expressions of VWF, BMP4
and GATA4 genes in the experiment group were lower than those in the control group,and the differences
were statistically significant (P <C0. 01); the expressions of HOXB7 and WNT2 genes in the experiment
group were higher than those in the control group,and the differences were statistically significant(P <0, 01).
Conclusion VWF,BMP4,GATA4,HOXB7 and WNT2 genes may be directly involved in the EM occurrence
and development,and their aberrant expressions may drive the endometrial phenotypic changes. The detection
of these genes is expected to provide the scientific basis for revealing the pathogenesis of EM.
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